Tabel S1. The average system and protein dimensions in XY for δτ = 1° and 30°. FIGURE S1. Molecular representation of (A) the final snapshot in system δτ 1 and (B) the final snapshot in system δτ 30 . The Tb-MscL pentamer (red, green, blue, magenta, and cyan) is embedded in a DMPC bilayer (grey). The water molecules (marine) are in line representation. K + (magenta) and Cl -(green) ions and phosphate atoms (orange) are represented by spheres.
FIGURE S2. (A) The area compressibility ( K a ) of all the systems. (B) Membrane tension
(γ) calculated from pressure tensors: ! =< L z (P zz ! (P xx + P yy ) / 2) > /2 , where L z is the length of the simulation cell along the Z-axis and P xx , P yy , and P zz are the X, Y, and Z components of the pressure tensor. The coefficient of 1/2 arises from the two identical interfaces in the system. γ is a constant surface tension applied on the membrane to reproduce the correct equilibrium area per-lipid in simulations and its value is held at 20 dyn/cm. It is also different from the excess tension γ ex , which is derived based on area expansion and fluctuation and is not present in the system.
